The Wheat@URGI portal (https://wheat-urgi.versailles.inra.fr) has been developed to provide 27 the international community of researchers and breeders with access to the bread wheat 28 reference genome sequence produced by the International Wheat Genome Sequencing 29 Consortium. Genome browsers, BLAST, and InterMine tools have been established for in 30 depth exploration of the genome sequence together with additional linked datasets including 31 physical maps, sequence variations, gene expression, and genetic and phenomic data from 32 other international collaborative projects already stored in the GnpIS information system. The 33 portal provides enhanced search and browser features that will facilitate the deployment of 34 the latest genomics resources in wheat improvement. 35 36 37 Background 38
Questions about these data can be addressed to urgi-contact@inra.fr. Genetic and phenomic data in GnpIS-coreDB 194 The IWGSC sequence data are linked to genetic and phenomic data within the GnpIS Finally, to facilitate data search and access to this wealth of data, we developed a data 233 discovery tool, which, similar to a google search, allows the user to enter keywords or terms 234 to find all the matching information in the various data warehouses. The results are presented 235 in a table with details on the matches (database source, type, species, description) and a direct 236 link to the feature (e.g. a gene in a browser, a marker page in GnpIS-coreDB, etc.).
237
A practical use case describing how to use the Wheat@URGI portal to go from a gene 238 sequence to find the genetic studies related is detailed in the Supplementary data. The Wheat@URGI portal hosts and gives access to essential, high quality wheat data from the 243 IWGSC, European, and international projects. Furthermore, its added value is that it integrates 244 different data type altogether (genomics, genetics and phenomics) and provides dedicated 245 tools to explore them.
246
As new wheat resources such as GWAS, genomic selection, and pan-genome data are 247 generated in the frame of ongoing projects, GnpIS will allow their management and 
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